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SEQUENCE LISTING 



<110> 

?iteJferon-r^'' ^""'^ inf lanmtatory demy elina ting polyneuropathy using 

<130> BII-002.60 
<160> 4 

<170> Patentln version 3.0 



<210> 
<211> 
<212> 
<213> 
<220> 
<221> 
<222> 



1 

840 
DNA 

homo sapiens 



CDS 
(76) 



(639) 



<400> 1 

acattctaac tgcaaccttt cgaagccttt gctctggcac aacaggtagt aggcgacact 

gttcgtgttg tcaac atg acc aac aag tgt etc etc caa att get etc ctg 
Met Thr Asn Lys Cys Leu Leu Gin He Ala Leu Leu 
1 5 10 

ttg tgc ttc tec act aca get ett tee atg age tac aac ttg ctt gga 
Leu Cys Phe Ser Thr Thr Ala Leu Ser Met Ser Tyr Asn Leu Leu Glv 
15 20 25 

ttc eta caa aga age age aat ttt cag tgt cag aag etc ctg tgg caa 
Phe Leu Gin Arg Ser Ser Asn Phe Gin Cys Gin Lys Leu Leu Trp Gin 
30 35 40 

ttg aat ggg agg ett gaa tac tgc etc aag gac agg atg aac ttt gae 
Leu Asn Gly Arg Leu Glu Tyr Cys Leu Lys Asp Arg Met Asn Phe Asp 

50 55 60 

ate ect gag gag att aag cag ctg cag cag ttc cag aag gag gac gee 
He Pro Glu Glu He Lys Gin Leu Gin Gin Phe Gin Lys Glu Asp Ala 
65 70 75 

gca ttg ace ate tat gag atg etc cag aac ate ttt get att ttc aga 
Ala Leu Thr He Tyr Glu Met Leu Gin Asn He Phe Ala He Phe Arg 
80 85 90 

eaa gat tea tet age act ggc tgg aat gag act att gtt gag aac etc 
Gin Asp Ser Ser Ser Thr Gly Trp Asn Glu Thr He Val Glu Asn Leu 
95 100 105 

ctg get aat gtc tat cat eag ata aac eat ctg aag aca gtc ctg gaa 
Leu Ala Asn Val Tyr His Gin He Asn His Leu Lys Thr Val Leu Glu 
110 115 120 

gaa aaa ctg gag aaa gaa gat ttc ace agg gga aaa etc atg age agt 
Glu Lys Leu Glu Lys Glu Asp Phe Thr Arg Gly Lys Leu Met Ser Ser 
125 130 135 140 



60 
111 

159 

207 

255 

303 

351 

399 

447 

4 95 
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IJ, t^t f ""^^ cat tac ctg aag gcc 543 

Leu His Leu Lys Arg Tyr Tyr Gly Arg He Leu His Tyr Leu Lys Ila 
145 150 

aag gag tac agt cac tgt gcc tgg ace ata gtc aga gtg gaa ate eta 591 
Lys Glu Tyr Ser His Cys Ala Trp Thr He Val A?g ?ai 2lu III Leu 
160 165 170 

agg aac ttt tac ttc att aac aga ctt aca ggt tac etc cga aac tga 639 
Arg Asn Phe Tyr Phe He Asn Arg Leu Thr Gly Tyr Leu Arg Asn 

180 185 

agatctccta gcctgtgcct ctgggactgg acaattgett caagcattct tcaaccagca 699 
gatgctgttt aagtgactga tggctaatgt actgcatatg aaaggacact agaagatttt 759 
gaaattttta ttaaattatg agttattttt atttatttaa attttatttt ggaaaataaa 819 
ttatttttgg tgcaaaagtc a 

o 4 0 



<210> 2 

<211> 187 

<212> PRT 

<213> homo sapiens 

<400> 2 



Met Thr Asn Lys Cys Leu Leu Gin He Ala Leu Leu Leu Cys Phe Ser 
15 10 15 

Thr Thr Ala Leu Ser Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg 
20 25 30. 

Ser Ser Asn Phe Gin Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg 
35 40 45 

Leu Glu Tyr Cys Leu Lys Asp Arg Met Asn Phe Asp He Pro Glu Glu 
50 55 go 

He Lys Gin Leu Gin Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr He 
65 70 75 80 

Tyr Glu Met Leu Gin Asn He Phe Ala He Phe Arg Gin Asp Ser Ser 
85 90 95 

Ser Thr Gly Trp Asn Glu Thr He Val Glu Asn Leu Leu Ala Asn Val 
100 105 110 

Tyr His Gin He Asn His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu 
115 120 125 

Lys Glu Asp Phe Thr Arg Gly Lys Leu Met Ser Ser Leu His Leu Lvs 
130 135 140 

Arg Tyr Tyr Gly Arg He Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser 
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150 155 160 

His Cys Ala Trp Thr lie Val Arg Val Glu lie Leu Arg Asn Phe Tyr 
165 170 175 

Phe lie Asn Arg Leu Thr Gly Tyr Leu Arg Asn 
180 185 



<210> 


3 




<211> 


501 




<212> 


DNA 




<213> 


homo 


sapiens 


<220> 






<221> 


CDS 




<222> 


(1) . , 


. (501) 



<400> 3 

atg age tac aac ttg ctt gga ttc eta caa aga age age aat ttt cag 48 

Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg Ser Ser Asn Phe Gin 
15 10 15 

tgt cag aag etc etg tgg caa ttg aat ggg agg ctt gaa tac tgc etc 96 

Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg Leu Glu Tyr Cys Leu 

20 25 30 

aag gae agg atg aac ttt gac ate cet gag gag att aag cag etg cag 14 4 

Lys Asp Arg Met Asn Phe Asp lie Pro Glu Glu He Lys Gin Leu Gin 
35 40 45 



cag ttc cag aag gag gac gee gea ttg acc ate tat gag atg etc cag 
Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr He Tyr Glu Met Leu Gin 
50 55 60 



80 



192 



aac ate ttt get att ttc aga caa gat tea tct age act ggc tgg aat 240 
Asn He Phe Ala He Phe Arg Gin Asp Ser Ser Ser Thr Gly Trp Asn 
65 70 75 



gag act att gtt gag aac etc etg get aat gte tat cat cag ata aac 288 

Glu Thr He Val Glu Asn Leu Leu Ala Asn Val Tyr His Gin He Asn 
85 90 95 

cat etg aag aca gtc etg gaa gaa aaa etg gag aaa gaa gat ttc ace 336 

His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu Lys Glu Asp Phe Thr 
100 105 110 

agg gga aaa etc atg age agt etg cac etg aaa aga tat tat ggg agg 38 4 

Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys Arg Tyr Tvr Glv Ara 
115 120 125 

att etg eat tac etg aag gee aag gag tac agt cac tgt gcc tgg acc 432 

He Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser His Cys Ala Trp Thr 
130 135 140 

ata gtc aga gtg gaa ate eta agg aac ttt tac ttc att aac aga ctt 480 

He Val Arg Val Glu He Leu Arg Asn Phe Tyr Phe He Asn Arg Leu 

1^5 150 155 160 
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aca ggt tac etc cga aac tga 
Thr Gly Tyr Leu Arg Asn 
165 

<210> 4 

<211> 166 

<212> PRT 

<213> homo sapiens 

<400> 4 



Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg Ser Ser Asn Phe Gin 
15 10 15 

Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg Leu Glu Tyr Cys Leu 
20 25 30 

Lys Asp Arg Met Asn Phe Asp He Pro Glu Glu He Lys Gin Leu Gin 
35 40 45 

Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr He Tyr Glu Met Leu Gin 
50 55 60 

Asn He Phe Ala He Phe Arg Gin Asp Ser Ser Ser Thr Gly Trp Asn 
65 70 75 80 

Glu Thr He Val Glu Asn Leu Leu Ala Asn Val Tyr His Gin He Asn 
85 90 95 

His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu Lys Glu Asp Phe Thr 

100 105 110 

Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys Arg Tyr Tyr Gly Arg 
115 120 125 

He Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser His Cys Ala Trp Thr 
130 135 140 

He Val Arg Val Glu He Leu Arg Asn Phe Tyr Phe He Asn Arg Leu 
145 150 155 160 

Thr Gly Tyr Leu Arg Asn 
165 
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